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Big question: Can prospective 
knowledge of all alterations in a 

tumor genome impact patient care?
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“May it be a light to you in dark places, when all 

other lights go out.”1

1Galadriel, in Tolkien, The Fellowship of the Ring



Van Allen, Wagle et al. Nature Medicine 2014



KRAS A146V
• Rare activating 

alteration

• Not detected 

with deployed 

profiling 

technologies 

(at that time)
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BRCA2 K3326* 

nonsense

Five potential therapies for a patient who 

exhausted standard-of-care options!

Responds to cisplatin!

Van Allen, et al, Prostate Cancer Pros. Dis., 2014
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Big question: Can prospective 
knowledge of all alterations in a 

tumor genome impact patient care?

With the right computational 
approaches, we can study this on 

growing numbers of patients
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